
1. Scroll down to find the final asset in individuals. This is the most recently added individual. Click on it to 
display when it was created (displayed on the right hand side). If no-one has created an asset recently, you 
can modify the template. If the asset is newer, however, you should contact the person currently creating 
assets to negotiate a time for you to upload your metadata.



2. Uploading metadata to the libraries namespace follows the same pathway as for individuals. Right-click 
libraries and select Create Asset(s). 
Enter a unique name for your library. This must match the name of the library listed in the data namespace.



3. The libraries namespace has two document types: libraries_metadata and libraries_storage. Most of the 
relevant information is stored in libraries_metadata. First select the name of the library from the drop-down 
list next to radseq_library_name. You may have to contact an admin (e.g. Tom Schmidt) to add your library to 
the list.



4. Of particular interest here are the storage elements raw_sequence_storage1 and 2. Every library must be 
stored in at least two places, and these should not be the same type of storage. The Hoffmann Lab has a hard 
drive set aside for storage of sequence data, and we have the data namespace in this Mediaflux project; this 
covers storage in two locations. A third location of your own choosing is optional.



5. Finally, the libraries_storage document contains information on the physical location of the library, if kept. 
Once you have finished, press “Create” in the bottom right hand corner to finish creating the asset.


